Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; R factor = 0.044; wR factor = 0.113; data-to-parameter ratio = 8.0.
In the title Schiff base molecule, C 29 H 28 N 2 O 3 , the three terminal benzene rings are twisted by 73.84 (15), 81.25 (16) and 12.1 (2) with respect to the central benzene ring. An intramolecular O-HÁ Á ÁN hydrogen bond occurs. In the crystal, molecules are linked via weak C-HÁ Á Á interactions into a three-dimensional supramolecular architecture.
Related literature
For background and the synthesis of the title compound, see: Dharmaraj et al. (2001); Feng (2014) . For a related structure, see: Tanak et al. (2013) .
Experimental
Crystal data C 29 H 28 N 2 O 3 M r = 452.53
Orthorhombic, P2 1 2 1 2 1 a = 9.765 (3) Å b = 13.113 (4) Å c = 19.378 (6) Å V = 2481.2 (14) Å 3 Z = 4 Mo K radiation = 0.08 mm À1 T = 296 K 0.40 Â 0.30 Â 0.20 mm
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2001) T min = 0.969, T max = 0.984 17684 measured reflections 2486 independent reflections 1747 reflections with I > 2(I) R int = 0.051 Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.113 S = 1.13 2486 reflections 310 parameters 6 restraints H-atom parameters constrained Á max = 0.12 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 Cg2 and Cg3 are the centroids of the C3-C8, C11-C16 and C17-C22 benzene rings, respectively. Symmetry codes: (i) Àx; y þ 1 2 ; Àz þ 5 2 ; (ii) x þ 1 2 ; Ày þ 1 2 ; Àz þ 2; (iii) Àx; y À 1 2 ; Àz þ 5 2 ; (iv) Àx; y À 1 2 ; Àz þ 3 2 .
Data collection: SMART (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
Comment
In the past few decades, the researchers have witnessed a great deal of interest in the chemistry of transition metal Schiff base chelates bacause of their importance as catalysts in reactions such as carbonylation, hydroformylation, reduction, oxidation, epoxidation and hydrolysis (Dharmaraj et al., 2001) . Schiff bases derived from salicyladehyde and fluoroaniline, specifically, have been considered as potential pharmaceutically interesting compounds as several of the members of this family of molecules have shown antimicrobial, antitumor or antiviral activities (Feng et al., 2014) . As an extension of our work on the structural characterization of Schiff base compounds, the crystal structure of the title compound (I) is reported.
In (I) (Fig.1) , the molecular structure of title compound shows an E configuration, with a C(20)-N(2)=C(23)-C(24) torsion angle of -176.9 (3)°. The bond distance of N(2)=C(23) at 1.258 (3) Å is a typical double bond. The dihedral angles between the salicyladehyde moiety and the aniline ring is 12.1 (2)°, indicating they are nearly coplanar.
Intramolecular O-H···N hydrogen bond exists, similar to that found in a related structure (Tanak et al. 2013 ). In the crystal, the molecules are linked via weak C-H···π interaction into the three dimensional supramolecular architecture.
Experimental
A hot solution of N 1 ,N 1 -bis (4-ethoxyphenyl) benzene -1,4 -diamine (3.48 g, 10 mmol) in ethanol 50 mL was mixed with a salicylaldehyde (1.83 g, 15 mmol) in ethanol 5 mL, a yellow solid was appeared immediately, then the reaction mixture was reflux for 2 h. Under cooling the room temperature, the light yellow crystals were separated by filtration and recrystallized from ethanol. Yield: 96%. 1 H NMR (400 MHz, DMSO-d 6 ) 1.34 (t, 6H), 4.03 (m, 4H), 6.82 (d, 2H), 6.97 (m, 6H), 7.04 (d, 4H), 7.31 (d, 2H), 7.38 (t, 1H), 7.59 (d, 1H), 8.90 (s, 1H), 13.37 (s, 1H).
Refinement
All hydrogen atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms, with C -H = 0.93 Å and U iso (H) = 1.2U eq (C). As no significant anomalous scattering, Friedel pairs were merged. The molecular structure of (I), with the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level.
Computing details

Figure 2
The H-bond diagram of the title molecule(I). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-((E)-{4-[Bis(4-ethoxyphenyl)amino]phenyl}iminomethyl)phenol
R int = 0.051 θ max = 25.0°, θ min = 1.9°h = −11→11 k = −15→15 l = −22→22 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.044 wR(F 2 ) = 0.113 S = 1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.1807 (5) 0.6157 ( Symmetry codes: (i) −x, y+1/2, −z+5/2; (ii) x+1/2, −y+1/2, −z+2; (iii) −x, y−1/2, −z+5/2; (iv) −x, y−1/2, −z+3/2.
